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Figure 2 
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Figure 3 
Dorsal Horn 
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Figure 5. Human TRPM2 (GenBank Accession No. XM_009803) 

TGTGCAGAATTGTACAGTTGCGAAACCATGTCGCTGGCAGCTGGTGCTGGCGGTGGAGACTTCCC 
TGTGCGGTGCTCAGTGCAGCTGCACCCGTGGGGGAGGGAGCTCTTTCTCTGGCCCTGCAGTCACC 
TGAGGTTGTTACCATTATGAACGGCCGCTGGGACCCCCGCATGTGCATGTACTCCCCCAGAGTGT 
CCGGGGGCCCCAGCCAAGGGACACAGCTCAGGCAGCTGGGAACATGTGCAGGCTGATGAAGAGAA 
CCGGATGAGGGCTTCACATGAGGAAGCATGTGGCCAGGTCCTCTCAGAACATCAGCCTCATCTTC 
CTGTCTCTGATCTATTTCAGCAACCACCCCATGTGTCTCTAGAACCCCAGTGTAGCGAGCTGGAG 
AGAGGACTGTCCTGAGGGCAGCAGGCCTGGTTGCAGCTGGCGTGGGGGTCTCAGAATGGAGCCCT 
CAGCCCTGAGGAAAGCTGGCTCGGAGCAGGAGGAGGGCTTTGAGGGGCTGCCCAGAAGGGTCACT 
GACCTGGGGATGGTCTCCAATCTCCGGCGCAGCAACAGCAGCCTCTTCAAGAGCTGGAGGCTACA 
GTGCCCCTTCGGCAACAATGACAAGCAAGAAAGCCTCAGTTCGTGGATTCCTGAAAACATCAAGA 
AGAAAGAATGCGTGTATTTTGTGGAAAGTTCCAAACTGTCTGATGCTGGGAAGGTGGTGTGTCAG 
TGTGGCTACACGCATGAGCAGCACTTGGAGGAGGCTACCAAGCCCCACACCTTCCAGGGCACACA 
GTGGGACCCAAAGAAACATGTCCAGGAGATGCCAACCGATGCCTTTGGCGACATCGTCTTCACGG 
GCCTGAGCCAGAAGGTGAAAAAGTACGTCCGAGTCTCCCAGGACACGCCCTCCAGCGTGATCTAC 
CACCTCATGACCCAGCACTGGGGGCTGGACGTCCCCAATCTCTTGATCTCGGTGACCGGGGGGGC 
CAAGAACTTCAACATGAAGCCGCGGCTGAAGAGCATTTTCCGCAGAGGCCTGGTCAAGGTGGCTC 
AGACCACAGGGGCCTGGATCATCACAGGGGGGTCCCACACCGGCGTCATGAAGCAGGTAGGCGAG 
GCGGTGCGGGACTTCAGCCTGAGCAGCAGCTACAAGGAAGGCGAGCTCATCACCATCGGAGTCGC 
CACCTGGGGCACTGTCCACCGCCGCGAGGGCCTGATCCATCCCACGGGCAGCTTCCCCGCCGAGT 
ACATACTGGATGAGGATGGCCAAGGGAACCTGACCTGCCTAGACAGCAACCACTCTCACTTCATC 
CTCGTGGACGACGGGACCCACGGCCAGTACGGGGTGGAGATTCCTCTGAGGACCAGGCTGGAGAA 
GTTCATATCGGAGCAGACCAAGGAAAGAGGAGGTGTGGCCATCAAGATCCCCATCGTGTGCGTGG 
TGCTGGAGGGCGGCCCGGGCACGTTGCACACCATCGACAACGCCACCACCAACGGCACCCCCTGT 
GTGGTTGTGGAGGGCTCGGGCCGCGTGGCCGACGTCATTGCCCAGGTGGCCAACCTGCCTGTCTC 
GGACATCACTATCTCCCTGATCCAGCAGAAACTGAGCGTGTTCTTCCAGGAGATGTTTGAGACCT 
TCACGGAAAGCAGGATTGTCGAGTGGACCAAAAAGATCCAAGATATCGTCCGGAGGCGGCAGCTG 
CTGACTGTCTTCCGGGAAGGCAAGGATGGTCAGCAGGACGTGGATGTGGCCATCTTGCAGGCCTT 
GCTGAAAGCCTCACGGAGCCAAGACCACTTTGGCCACGAGAACTGGGACCACCAGCTGAAACTGG 
CAGTGGCATGGAATCGCGTGGACATTGCCCGCAGTGAGATCTTCATGGATGAGTGGCAGTGGAAG 
CCTTCAGATCTGCACCCCACGATGACAGCTGCACTCATCTCCAACAAGCCTGAGTTTGTGAAGCT 
CTTCCTGGAGAACGGGGTGCAGCTGAAGGAGTTTGTCACCTGGGACACCTTGCTCTACCTGTACG 
AGAACCTGGACCCCTCCTGCCTGTTCCACAGCAAGCTGCAGAAGGTGCTGGTGGAGGATCCCGAG 
CGCCCGGCTTGCGCGCCCGCGGCGCCCCGCCTGCAGATGCACCACGTGGCCCAGGTGCTGCGGGA 
GCTGCTGGGGGACTTCACGCAGCCGCTTTATCCCCGGCCCCGGCACAACGACCGGCTGCGGCTCC 
TGCTGCCCGTTCCCCACGTCAAGCTCAACGTGCAGGGAGTGAGCCTCCGGTCCCTCTACAAGCGT 
TCCTCAGGCCATGTGACCTTCACCATGGACCCCATCCGTGACCTTCTCATTTGGGCCATTGTCCA 
GAACCGTCGGGAGCTGGCAGGAATCATCTGGGCTCAGAGCCAGGACTGCATCGCAGCGGCCTTGG 
CCTGCAGCAAGATCCTGAAGGAACTGTCCAAGGAGGAGGAGGACACGGACAGCTCGGAGGAGATG 
CTGGCGCTGGCGGAGGAGTATGAGCACAGAGCCATCGGGGTCTTCACCGAGTGCTACCGGAAGGA 
CGAAGAGAGAGCCCAGAAACTGCTCACCCGCGTGTCCGAGGCCTGGGGGAAGACCACCTGCCTGC 
AGCTCGCCCTGGAGGCCAAGGACATGAAGTTTGTGTCTCACGGGGGCATCCAGGCCTTCCTGACC 
AAGGTGTGGTGGGGCCAGCTCTCCGTGGACAATGGGCTGTGGCGTGTGACCCTGTGCATGCTGGC 
CTTCCCGCTGCTCCTCACCGGCCTCATCTCCTTCAGGGAGAAGAGGCTGCAGGATGTGGGCACCC 
CCGCGGCCCGCGCCCGTGCCTTCTTCACCGCACCCGTGGTGGTCTTCCACCTGAACATCCTCTCC 
TACTTCGCCTTCCTCTGCCTGTTCGCCTACGTGCTCATGGTGGACTTCCAGCCTGTGCCCTCCTG 
GTGCGAGTGTGCCATCTACCTCTGGCTCTTCTCCTTGGTGTGCGAGGAGATGCGGCAGCTCTTCT 
ATGACCCTGACGAGTGCGGGCTGATGAAGAAGGCAGCCTTGTACTTCAGTGACTTCTGGAATAAG 
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CTGGACGTCGGCGCAATCTTGCTCTTCGTGGCAGGGCTGACCTGCAGGCTCATCCCGGCGACGCT 
GTACCCCGGGCGCGTCATCCTCTCTCTGGACTTCATCCTGTTCTGCCTCCGGCTCATGCACATTT 
TTACCATCAGTAAGACGCTGGGGCCCAAGATCATCATTGTGAAGCGGATGATGAAGGACGTCTTC 
TTCTTCCTCTTCCTGCTGGCTGTGTGGGTGGTGTCCTTCGGGGTGGCCAAGCAGGCCATCCTCAT 
CCACAACGAGCGCCGGGTGGACTGGCTGTTCCGAGGGGCCGTCTACCACTCCTACCTCACCATCT 
TCGGGCAGATCCCGGGCTACATCGACGGTGTGAACTTCAACCCGGAGCACTGCAGCCCCAATGGC 
ACCGACCCCTACAAGCCTAAGTGCCCCGAGAGCGACGCGACGCAGCAGAGGCCGGCCTTCCCTGA 
GTGGCTGACGGTCCTCCTACTCTGCCTCTACCTGCTCTTCACCAACATCCTGCTGCTCAACCTCC 
TCATCGCCATGTTCAACTACACCTTCCAGCAGGTGCAGGAGCACACGGACCAGATTTGGAAGTTC 
CAGCGCCATGACCTGATCGAGGAGTACCACGGCCGCCCCGCCGCGCCGCCCCCCTTCATCCTCCT 
CAGCCACCTGCAGCTCTTCATCAAGAGGGTGGTCCTGAAGACTCCGGCCAAGAGGCACAAGCAGC 
TCAAGAACAAGCTGGAGAAGAACGAGGAGGCGGCCCTGCTATCCTGGGAGATCTACCTGAAGGAG 
AACTACCTCCAGAACCGACAGTTCCAGCAAAAGCAGCGGCCCGAGCAGAAGATCGAGGACATCAG 
CAATAAGGTTGACGCCATGGTGGACCTGCTGGACCTGGACCCACTGAAGAGGTCGGGCTCCATGG 
AGCAGAGGTTGGCCTCCCTGGAGGAGCAGGTGGCCCAGACAGCCCAAGCCCTGCACTGGATCGTG 
AGGACGCTGCGGGCCAGCGGCTTCAGCTCGGAGGCGGACGTCCCCACTCTGGCCTCCCAGAAGGC 
CGCGGAGGAGCCGGATGCTGAGCCGGGAGGCAGGAAGAAGACGGAGGAGCCGGGCGACAGCTACC 
ACGTGAATGCCCGGCACCTCCTCTACCCCAACTGCCCTGTCACGCGCTTCCCCGTGCCCAACGAG 
AAGGTGCCCTGGGAGACGGAGTTCCTGATCTATGACCCACCCTTTTACACGGCAGAGAGGAAGGA 
CGCGGCCGCCATGGACCCCATGGGAGACACCCTGGAGCCACTGTCCACGATCCAGTACAACGTGG 
TGGATGGCCTGAGGGACCGCCGGAGCTTCCACGGGCCGTACACAGTGCAGGCCGGGTTGCCCCTG 
AACCCCATGGGCCGCACAGGACTGCGTGGGCGCGGGAGCCTCAGCTGCTTCGGACCCAACCACAC 
GCTGTACCCCATGGTCACGCGGTGGAGGCGGAACGAGGATGGAGCCATCTGCAGGAAGAGCATAA 
AGAAGATGCTGGAAGTGCTGGTGGTGAAGCTCCCTCTCTCCGAGCACTGGGCCCTGCCTGGGGGC 
TCCCGGGAGCCAGGGGAGATGCTACCTCGGAAGCTGAAGCGGATCCTCCGGCAGGAGCACTGGCC 
GTCTTTTGAAAACTTGCTGAAGTGCGGCATGGAGGTGTACAAAGGCTACATGGATGACCCGAGGA 
ACACGGACAATGCCTGGATCGAGACGGTGGCCGTCAGCGTCCACTTCCAGGACCAGAATGACGTG 
GAGCTGAACAGGCTGAACTCTAACCTGCACGCCTGCGACTCGGGGGCCTCCATCCGATGGCAGGT 
GGTGGACAGGCGCATCCCACTCTATGCGAACCACAAGACCCTCCTCCAGAAGGCAGCCGCTGAGT 
TCGGGGCTCACTACTGACTGTGCCCTCAGGCTGGGCGGCTCCAGTCCATAGACGTTCCCCCCAGA 
AACCAGGGCTTCTCTCTCCTGAGCCTGGCCAGGACTCAGGCTGTTCCTGGGCCCTGCACATGATG 
GGGTTTGGTGGACCCAGTGCCCCTCACGGCTGCCGCAAGTCTGCTGCAGATGACCTCATGAACTG 
GAAGGGGTCAAGGTGACCCGGGAGGAGAGCTCAAGACAGGGCACAGGCTACTCAGAGCTGAGGGG 
CCCCTGGGACCCTTGGCCATCAGGCGAGGGGCTGGGCCTGTGCAGCTGGGCCCTTGGCCAGAGTC 
CACTCCCTTCCTGGCTGTGTCACCCCGAGCAGCTCATCCACCATGGAGGTCATTGGCCTGAGGCA 
AGTTCCCCGGAGAGTCGGGGTCCCCTGTGGCCCCCTCAGGCCTATGTCTGTGAGGAAGGGGCCCT 
GCCACTCTCCCCAAGAGGGCCTCCATGTTTCGAGGTGCCT CAAC ATGGAGCCTTGCC TGGC CTGG 
GCTAGGGGCACTGTCTGAACTCCTGACTGTCAGGATAAACTC 

AAAGCCCAGGCCTGTCAAGAGACGCAGAGGGCCCCTGCCAGGGTTGGCCCCAGGGACCCTGGGAC 
GAGGCTGCAGAAGCTCTCCCTCCCTACTCCCTGGGAGCCACGTGCTGGCCATGTGGCCAGGGACG 
GCATGAGCAGGAGGCGGGGACGTGGGGGCCTTCTGGTTTGGTGTCAACAGCTCACAGGAGCGTGA 
ACCATGAGGGCCCTCAGGAGGGGAACGTGGTAAAACCCAAGACATTAAATCTGCCATCTCAGGCC 
TGGCTGGCTCTTCTGTGCTTTCCACAAATAAAGTTCCTGACACGTCCAGGGCCAGGGGCTGTGTG 
ACGGCTGCCTGAAGTTCTCCTCGATCCCCCGGTGAGCTTCCTGCAGCCTGTGGATGTCCTGCAGC 
CCCTCAGCCCTACCCCCAAGTTTCTCCTCTGACCCATCAGCTCCCTGTCTTCATTTTCCTAAACC 
TGGGCTCCAGCATCGTCCCCAAGCCCACCAGGCCAGGATGCAGGCATCCACATGCCCTCCTCCTT 
GGCTTCCCCTGCGTGGTGGTGCCAATGTGCCCTGGCACCCCTGCAGAGGCTCCGGATGGAGCCTG 
GGGCTGCCTGGCCACTGAGCACTGGCCGAGGTGATGCCCACCCTTCCCTGGACAGGCCTCTGTCT 
TCCACCTGACCCAAAGCTCTCTAGCCACCCCCTTGTCCCCAG (SEQ ID NO:l) 
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Figure 6. Rat TRPM2 

CCCCAACCTCACAAATGAGAAGAGACATCCCTGAAAGGCATCTAGAGATCTCTCTCCTCTGGTGG 

ATCTGGAGCCGTGGAGGATGGAGCCCTTGGACCAGAGAAGAACTGACTCTGATCAAGAGGAGGGC 

TTTGGGGTGCAGTCCCGGAGGGCCACTGATCTGGGCATGGTCCCCAATCTCCGACGAAGCAATAG 

CAGTCTTTGCAAGAGCAGGAGGCTTCTGTGCTCCTTCAGCAGTGAGAAGCAAGAAAACCTTAGCT 

CATGGATTCCCGAGAACATCAAGAAGAAGGAATGTGTGTATTTCGTGGAAAGTTCCAAGCTCTCG 

GATGCACGGAAGGTAGTGTGTGAGTGTGGTTACACCCACGAGCAGCACATTGAAGTGGCCATCAA 

GCCTCACACCTTCCAGGGCAAGGAGTGGGACCCAAAGAAACACGTCCATGAGATGCCTACAGATG 

CCTTTGGTGACATTGTCTTCACCGGCCTGAGCCAGAAAGTGGGGAAGTATGTCCGACTCTCCCAG 

GACACGTCGTCCATTGTCATCTACCAGCTTATGACACAGCACTGGGGCCTGGATGTCCCCAGCCT 

CCTCATCTCTGTGACCGGTGGGGCCAAGAACTTCAACATGAAGCTGAGGTTGAAGAGCATCTTCC 

GGAGAGGCCTGGTTAAGGTGGCCCAAACCACGGGGGCCTGGATCATCACTGGGGGTTCCCACACC 

GGTGTGATGAAGCAGGTGGGCGAGGCGGTACGGGACTTCAGCCTAAGCAGCAGCTGCAAAGAAGG 

CGACGTCATCACCATCGGCATAGCCACGTGGGGCACCATCCACAACCGTGAGGCACTGATCCATC 

CCATGGGAGGCTTCCCCGCTGAGTACATGCTGGATGAGGAAGGCCAAGGGAACCTGACCTGCCTG 

GACAGCAACCACTCCCACTTCATCTTGGTGGATGATGGGACCCACGGGCAGTATGGTGTGGAGAT 

TCCGCTGAGGACTAAGCTGGAGAAGTTCATATCGGAGCAAACGAAGGAAAGAGGGGGTGTGGCCA 

TTAAGATCCCCATTGTCTGCGTGGTGTTGGAGGGTGGCCCTGGCACTCTGCATACCATCTACAAC 

GCCATCACCAATGGCACACCCTGCGTGATAGTGGAGGGCTCCGGCCGAGTGGCTGACGTCATCGC 

TCAGGTGGCCGCTCTGCCCGTCTCTGAGATCACCATCTCCCTGATCCAGCAGAAGCTCAGCGTCT 

TCTTCCAGGAGATGTTTGAGACTTTCACCGAAAACCAGATTGTGGAATGGACCAAAAAGATCCAA 

GATATTGTCAGGAGGCGGCAGCTGCTGACGGTCTTCCGGGAAGGCAAGGATGGTCAGCAGGATGT 

GGATGTCGCCATTCTGCAAGCTTTACTGAAAGCCTCTCGAAGCCAAGATCACTTCGGCCACGAGA 

ACTGGGACCATCAGCTGAAGCTGGCCGTGGCCTGGAACCGTGTGGACATCGCCCGCAGTGAGATC 

TTCACTGATGAGTGGCAGTGGAAGCCTTCAGACCTGCATCCCATGATGACAGCTGCCCTCATCTC 

CAACAAGCCTGAGTTTGTGAGGCTCTTTCTGGAGAACGGGGTGCGGCTGAAGGAGTTTGTCACCT 

GGGATACTCTTCTCTGCCTCTACGAGAACCTGGAGCCATCCTGCCTTTTCCACAGCAAGCTGCAG 

AAGGTGCTGGCAGAAGAGCATGAACGCTTAGCCTATGCATCTGAGACACCCCGGCTGCAAATGCA 

CCACGTGGCCCAGGTGCTGCGTGAGCTCCTCGGAGACTCCACACAGCTGCTGTATCCCCGGCCCC 

GGTACACTGACCGGCCACGGCTCTCGCTGCCCATGCCACACATCAAACTCAACGTGCAAGGAGTG 

AGCCTCCGGTCTCTCTATAAGCGATCAACAGGCCACGTTACCTTCACCATTGACCCAGTCCGCGA 

TCTTCTCATTTGGGCCATCATCCAGAACCACAGGGAGCTGGCGGGCATCATCTGGGCTCAGAGCC 

AGGACTGCACAGCAGCCGCACTGGCCTGCAGCAAGATCCTGAAGGAGCTGTCCAAGGAGGAGGAA 

GATACAGACAGCTCTGAGGAGATGCTGGCACTCGCGGATGAGTTTGAGCATAGAGCTATCGGTGT 

CTTCACCGAGTGCTACAGAAAGGATGAGGAAAGAGCCCAGAAGCTGCTTGTCCGTGTGTCTGAGG 

CCTGGGGGAAGACCACCTGCCTGCAGCTGGCCCTCGAGGCCAAGGACATGAAATTCGTGTCACAC 

GGAGGGATCCAGGCTTTCCTAACGAAGGTGTGGT^ 

GAGGATCATCCTGTGCATGCTGGCCTTCCCTCTGCTCTTCACCGGCTTCATCTCCTTCAGGGAAA 
AGAGGCTGCAGGCACTGTGCCGCCCGGCCCGCGTCCGCGCCTTCTTCAACGCGCCGGTGGTCATC 
TTCTACCTCAATATTCTCTCCTACTTTGCCTTCCTCTGCCTGTTTGCCTACGTGCTCATGGTGGA 
CTTCCAGCCCTCACCATCCTGGTGCGAGTACCTCATCTACCTGTGGCTCTTCTCCCTGGTGTGCG 
AGGAGACACGGCAGCTATTCTACGATCCCGATGGCTGCGGGCTCATGAAGATGGCGTCCCTGTAC 
TTCAGTGACTTCTGGAACAAACTGGACGTTGGGGCCATTCTGCTCTTTATAGCAAGACTGACCTG 
CCGACTCATCCCAGCGACGCTGTACCCTGGGCGCATCATCCTGTCTTTGGACTTCATTATGTTCT 
GCCTCCGCCTCATGCACATCTTCACCATTAGCAAGACACTGGGGCCCAAGATAATCATCGTGAAG 
CGGATGATGAAGGACGTCTTCTTCTTCCTCTTTCTCCTGGCGGTGTGGGTGGTGTCCTTCGGAGT 
GGCCAAGCAGGCCATCCTCATCCACAATGAGAGCCGCGTGGACTGGATCTTCCGCGGAGTTATCT 
ATCACTCTTACCTTACCATCTTCGGGCAGATCCCGACCTACATTGACGGCGTGAATTTCAGCATG 
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GACCAGTGCAGCCCCAATGGTACAGACCCCTACAAGCCCAAGTGTCCTGAGAGTGACTGGACAGG 
GCAGGCACCCGCCTTCCCCGAGTGGCTGACAGTCACCCTTCTCTGCCTCTACCTGCTCTTCGCCA 
ACATCCTGCTGCTTAATTTGCTCATCGCCATGTTCAACTACACCTTCCAGCAGGTGCAGGAGCAC 
ACAGACCAGATCTGGAAGTTCCAGCGCCACGACCTGATTGAGGAGTACCACGGCCGGCCCCCGGC 
CCCTCCCCCACTCATCCTCCTCAGCCACCTGCAGCTCCTGATCAAGAGGATTGTCCTGAAGATCC 
CCGCCAAGAGGCACAAGCAGCTCAAGAACAAGCTGGAGAAGAATGAGGAGGCAGCCCTCCTGTCC 
TGGGAGCTCTACCTGAAGGAGAATTACCTGCAGAACCAACAGTACCAGCACAAACAGCGGCCAGA 
GCAGAAGATCCAGGACATCAGTGAGAAAGTGGACACCATGGTGGATCTGTTGGACATGGACCGTG 
TGAAGAGATCAGGCTCCACAGAGCAGAGGCTGGCCTCCCTTGAGGAACAGGTGACTCAGATGGGC 
AGATCTTTGCACTGGATCGTGACGACCCTGAAGGACAGTGGCTTTGGCTCAGGGGCCGGTGCACT 
GACCCTGGCAGCCCAAAGGGCCTTCGACGAGCCAGATGCTGAGCTGAGTATCAGGAAGAAAGGAG 
AGGAGGGAGGAGATGGCTATCATGTGAGCGCCCGGCACCTCCTCTACCCTGATGCCCGCATCATG 
CGCTTCCCCGTGCCTAATGAGAAGGTGCCTTGGGAGGCAGAGTTTCTGATCTACGACCCTCCGTT 
TTACACAGCTGAGAAGAAGGATGCGACTCTCACAGACCCTGTGGGAGACACTGCAGAACCTCTGT 
CTAAGATCAATTACAACGTCGTGGACGGACCGATGGACCGTTGCAGCTTCCATGGGACCTATGTG 
GTCCAATATGGATTCCCTTTGAACCCCATGGGCCGCACCGGGTTGCGTGGTCGTGGGAGCCTCAG 
CTGGTTTGGTCCCAACCACACTCTGCAGCCAGTTGTTACCCGGTGGAAGAGGAACCAGGGTGGAG 
GCATCTGCCGGAAGAGTGTCAGGAAGATGTTGGAGGTGCTGGTCATGAAGTTGCCTCAATCCGAG 
CACTGGGCCTTGCCTGGGGGCTCTCGGGAGCCAGGGAAGATGCTACCACGGAAGCTGAAACAGGT 
CCTCCAGCAGGAGTTCTGGGTGACCTTTGAGACCTTGCTAAGGCAAGGAACAGAGGTGTACAAAG 
GATACGTGGATGACCCAAGGAACACGGACAATGCCTGGATCGAGACGGTGGCTGTCAGCATCCAT 
TTCCAGGACCAGAATGATGTGGAGCTGAAGAGGCTGGAAGAGAACCTGCAAACTCATGATCCAAA 
GGAGTCGGCCCGTGGCTTGGAGATGTCTACTGAATGGCAGGTTGTAGACCGGCGGATCCCTCTGT 
ATGTGAACCACAAGAAGATCCTCCAAAAGGTGGCCTCGCTGTTTGGCGCTCACTTCTGACCGTGG 
GTTCTTGTGGAAGCTCCAGGGGAAGGGGTGATCATCCATCAATGACCCCCCTCCAAGACTTGGAC 
TGGGTGGCAGGTTGAGGTACTGGGTTGGGGTGGTAGGTTGTAGGGCTGGGTTGGGTGACCACAGG 
GATCTTAATAAGTCCCCAGAGGTACTGTCCTGAAAGCCACGTCTGCCACAACAGGAGGATCACAG 
CATGAGGACAGAAGTGTTGTATTCAGTGGCTCCTGAAATCTATGTCCTCAAGTGCCATGCCTTGA 
TTAGGGTTTATGGGGCCCTGACCAGCACGATGCTGCCACTACTCATAGACCTGGTTGGAAGTGCT 
ACCTCTAGGACAGGTGCTTTCCCTCGGAGGGACCTCTGTCCTCATCGTGGGAGCCTTCTGTCCTA 
GGCATAAGGTAGACAGAGGCTATGCCTCCTTCAGGAAGAGACACTGCTGTCATAACTCCTGGTCA 
GTGCTGAGTCACAGGCACTGAGGAAGGCCGTGAGGGCTTTGAGCTGGGATCACTGTCATCTCTAG 
ACTTTAGAAGGGCTCCTCTGAGGACACTCGGGCAGGAGCACACCCTCCCTCAGCTCCAGTGCCAG 
CTCTGCTGGTCACAGAAAACACTGGAAGAGGACAACAGGGTCCCATGTCACTGCTTCTAGAGAAA 
TGTACAACTGAGAACAATAGGCTTTCTCTCACAGGGTAGGTGACGGGGTAGGTGACTCAAGGATT 
GGTACTGGCTAGGAGATCAACTCTGTAGTGGGGGGGGTTGTTGGAGGAACGGGCAATGTCCGGGT 
TTAATGGGATGGGGACAATAAAGAATGTGTCTGATCAA AAAAAAAAAAAAAAA ( SE Q ID NO:2) 
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